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Clonng and hpRNA vector construction for genes
of crucifer n, naph, oleosn and PEPC n B rassica napusL.
WANG Cheng - gang, XIE Yu, L IChang- chun, L U You - gi, HUANGBang- quan

(Lab of Plant Genetics and B reeding, College of L ife Science, Hubei U niversity, Wuhan 430062, China)

Abstract: Three major siorage proteins, i e , cruciferin, oleosin and ngpin anount o 80% 90% of the to-
tal seed protein in B rassica napus Phogphoenolpyruvate carboxylase (PEPC) playsan important role in controlling
the ratio of protein/lipid content in rgpeseed Gene fragnents for cruciferin, napin, oleosin and PEPC were PCR -
anplified fran B. napus genomic DNA and used as tamplates o amplify four snaller fragnents The larger and the
snaller fragnents of the sane gene were ligated in opposite orientations into a seed Pecific expression vector 2300
- nagp b produce hpRNA i vectors Sequence analyses indicated that the fragnents cloned were indeed genes for
cruciferin, napin, oleosin and PEPC. These hpRNA vectorswill be useful in the attenpt to increase oil content in
rgpeseed by inhibiting the seed protein gynthesis
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