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Genetic transformation of rapeseed with the glyphosate — resistant gene mEPSPS
LIU Han, ZHOU Yong — ming "
(1. National Key Laboratory of Crop Genetic Improvement, Key Laboratory of Rapeseed

Genetics and Breeding , Huazhong Agricultural University, Wuhan 430070, China)

Abstract; Previously cloned mEPSPS gene [ conferring glyphosate herbicide ( Roundup) , resistance | was in-

troduced into a Brassica napus line Jia 572 by Agrobacterium — mediated transformation method. Molecular analysis

demonstrated that 4 independent transgenic plants were obtained, and the mEPSPS gene was inherited to the next

generation. RT — PCR analysis indicated that the mEPSPS gene could be successfully transcribed in transgenic

rapeseed plants although the expression levels varied among different lines. Herbicide resistance assay by Roundup

spray showed that the transgenic plants survived under 100 — time diluted solution with commercial glyphosate —

containing 41% herbicide (as 3 039mg/L glyphosate) , while the wild type died even under a 200 — time diluted

solution.
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Note ;1. DNA marker Trans2K; 2. non — transgenic
rapeseed ; 3. positive plasmid; 4 ~7. transgenic plants
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Fig.1 mEPSPS gene was amplified from transgenic
plants and analyzed by agarose gel electrophoresis
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Fig.2 Southern blot analysis of T, transgenic plants
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Fig.3 Analysis of mEPSPS transcripts in
transgenic plants through RT — PCR
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Fig.4 Herbicide - resistance analysis of transgenic plants
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